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SOUHRN

Soucasné platna molekularné geneticka subklasifikace pacientt s diagnézou difuzniho velkobunécného B lymfom (DLBCL) do tfi prognostickych podskupin
na zékladé expresniho profilu je cilem mnoha genetickych studii. V rutinni klinické praxi je vSak pouziti expresni ¢ipové technologie pro vétsinu pracovist
nedostupné. V€etné potiebné technologie, je v nékterych pfipadech pro molekularné genetické laboratore problémem ziskat kvalitni material, napf. cerstvou
tkan, pro izolaci RNA k uréeni exprese gent. Jednou z moznosti je urcovat expresi genli z RNA ziskané izolaci z parafinovych blockd. Cilem pilotni studie bylo
provést izolaci RNA z archivovanych parafinovych blockl z formalinem fixované tkané (FFPE) nemocnych s diagnézou DLBCL a ovéfit moznost vyuziti této RNA
pro expresni analyzu 7 vybranych gent. Prace ukézala, Ze izolace RNA a urceni exprese vybranych gent z archivovaného materialu je mozna, avsak namérena
relativni exprese nékterych gentd vykazovala v nasem souboru znac¢né variabilni hodnoty pro vyuziti pro jednoznacnou prognostickou klasifikaci. Potvrdili
jsme, ze pfi ziskani dostate¢ného mnozstvi materialu je mozné provést retrospektivni analyzy exprese vybranych gen(, a Ze spravna archivace i po 8 letech
dovoluje molekularné biologické analyzy.

Klic¢ova slova: DLBCL - parafinové blocky - exprese genl — gRT-PCR - genetické zmény

Use of archival formalin-fixed, paraffin-embedded (FFPE) tissue samples for molecular genetic
analysis in diffuse large B-cell ymphoma (DLBCL)

SUMMARY

The currently valid molecular genetic subclassification of patients with diffuse large B-cell ymphoma (DLBCL) into three prognostic subgroups based on expre-
ssion profiling has been the objective of numerous genetic studies. In routine clinical practice, however, expression profiling technology remains unavailable
for the most of centers. Apart from the technology, in some cases molecular genetic laboratories have problems obtaining high-quality material, i.e. fresh tis-
sues, for RNA isolation to determine gene expression. One possibility is to determine the gene expression from RNA obtained by isolation from formalin-fixed,
paraffin-embedded (FFPE) tissue. This pilot study aimed at isolating RNA from FFPE in patients diagnosed with DLBCL and verifying the potential use of such
RNA for the expression analysis of 7 selected genes. Although the study showed that it is possible to isolate RNA and determine the expression of the selected
genes from archival material, the values of relative expression of some genes in the set were too variable to be used for unambiguous prognostic classification.
It was confirmed that retrospective analyses of selected genes may be performed with sufficient material obtained, and that properly archived blocks may be
used for molecular biology analyses even after 8 years.
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Revidovana druha verze WHO klasifikace (2008) povazuje di-
fuzni velkobuné¢ny B lymfom (DLBCL) za heterogenni skupinu
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lymfom0 a ramcové tento typ lymfomu rozdéluje do ¢tyt hlav-
nich skupin: DLBCL nespecifikovany (Diffuse large B-cell lym-
phoma, NOS), podtypy DLBCL (Diffuse large B-cell lymphoma
subtypes), jiné velkobunécné lymfomy (Other lymphomas of
large B cells) a hrani¢ni ptipady (Borderline cases) (1). Clenéni
je zalozeno na empirickych znalostech klinickych a morfologic-
kych s prihlédnutim k novym poznatklim z oblasti molekularni
biologie. Pokroky v porozuméni biologie DLBCL ukazuji, Ze exi-
stuje nékolik odlisnych podskupin, které jsou odrazem samot-
ného vyvojového stadia diferenciace B lymfocytu, ve kterém
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